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A total of 1,598 Mycobacterium tuberculosis isolates collected between April 2012 and March 2025 were analyzed

using the VNTR method. As a result, 24.8% were classified as non-Beijing lineage and 75.2% as Beijing lineage. Among

the Beijing lineage, the Ancient lineage accounted for 76.5%, these results showed a pattern similar to that observed

nationwide.

By age group, among patients aged 20-29, the proportions of non-Beijing lineage(39.1%)and Modern lineage(33.3%)

were relatively high, and foreign born patients accounted for 81.5% and 82.6% of these groups, respectively. Regarding

cluster formation, the Modern lineage tended to form larger cluster sizes than the other lineages.

In the future, it we will be necessary to introduce genome sequencing of Mycobacterium tuberculosis to achieve

higher resolution analyses that can elucidate epidemiological links and genetic relationships that cannot be resolved by

conventional epidemiological investigations or VNTR tying alone.
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Fig.1 Age distribution of patients analyzed by VNTR typing
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Table 1 Number (%) of clustered isolates and cluster sizes by lineage

Lineage T9ta1 no.of Cluster size (No.of isolates) No. (%) of
isolates 5 11 8 7 5 4 3 9 Total clustered isolates
non-Beijing 394 2 1 4 24 31 74 (18.8)
Beijing Morden 281 1 1 2 3 6 12 25 96 (34.2)
Ancient ST11/26 58 1 18 (31.0)
STK 195 18 (6.7)
ST3 312 18 25 64 (20.5)
ST25/19 352 28 37 96 (27.3)
Total 1,592 1 1 2 3 11 17 9 132 361 (22.7)
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Fig.5 Proportions of M. tuberculosisisolates from foreign-born patients by lineage
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Table 2 Number of VNTR-typed foreign-born patients by age group

non-Beijing Modern Ancient?® Total

. . Foreign-Born Foreign-

Age group For'elgn-Born Total For.elgn-Born Total Patients Total Born Total
Patients (%) Patients (%) }

(%) Patients
0-19 0(0.0) 2 2(100) 2 0(0.0) 5 2(22.2) 9
20-29 22(81.5) 27 19(82.6) 23 5(26.3) 19 46(66.7) 69
30-39 6(46.0) 13 6(29.0) 21 2(7.1) 28 14(22.6) 62
40-49 4(20.0) 20 1(3.6) 28 0(0.0) 36 5(6.0) 84
50-59 3(9.4) 32 0(0.0) 33 0(0.0) 45 3(2.7) 110
>60 0(0.0) 302 1(0.6) 176 3(0.4) 786 4(0) 1,264
Total 35(8.8) 396 29(10.0) 283 10(1.1) 919 74(4.6) 1,598

 Ancient lineage includes ST11/26, STK, ST3, ST25/19 lineage.
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